Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.002 Å; R factor = 0.046; wR factor = 0.143; data-to-parameter ratio = 18.9.
In the title molecule, C 16 H 11 N 5 , the mean planes of the quinoxaline and indazole fragments form a dihedral angle of 10.62 (5) . In the crystal, weak intermolecular N-HÁ Á ÁN hydrogen bonds link the molecules into zigzag chains extending in the [001] direction. The crystal packing also exhibits -interactions [centroid-centroid distances of 3.7080 (2) and 3.8220 (5) Å ], which form stacks of the molecules parallel to the a axis. 
Related literature

Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2000) ; cell refinement: SAINT (Bruker, 2000) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: publCIF (Westrip, 2009) . maximum deviations of 0.0254 (4) and 0.0213 (4) Å from the least square planes, respectively. A perspective drawing is depicted in figure 1 with the atomic numbering scheme. The compound is non-planar due to the twisting of rings with respect to azomethine group. Bond lengths and angles are in normal ranges and comparable to those in related structures Varsha et al., 2009 ). In the crystal structure, molecules are held together by π-π stacking interactions and N-H···N intermolecular hydrogen bonding.
A hot solution of 5-aminoindazole (1 mmol) in ethanol (20 ml) was added slowly to a hot solution of quinoxaline-2-carboxaldehyde (1 mmol) in the same solvent (40 ml).The resulting mixture on cooling yielded the crude product of (1). Pale green crystals suitable for single-crystal XRD are obtained by slow evaporation of ethanolic solution of (1).
Refinement
H atoms were positioned geometrically (N-H = 0.86 Å, C-H = 0.93 Å) and refined in riding mode, with U iso (H) = 1.2Ueq(C, N).
Figures Fig. 1 . The molecular structure of (I), showing the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level.
N-[(E)-Quinoxalin-2-ylmethylidene]-1H-indazol-5-amine
Crystal data Primary atom site location: structure-invariant direct methods Extinction correction: none 
Special details
